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FIG. 1 



Phyiogenetic Comparison of the Gammaherpesviruses 
■ EBV 
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EBV - Epstein-Barr virus' 
AHV - Alcelaphine herpesvirus 
MHV - Murine herpesvirus 68 
HVS - Herpesvirus saimiri 

KSHV - Kaposi's sarcoma-associated herpesvirus 
RRV - Rhesus rhadinovirus 17577 
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FIG. 2 

Restriction Fragments of the RRV 17577 Genome 
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FIG. 4 



1-lacVector Output for long unique region ol rhesus 
rhadinovirus 17577 
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Comparison of Corresponding Repeats in 
RRV and KSHV 
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unit content 
length 



KSHV mdsk 409 bp — * 75.4% 

RRV brds 196 13 bp 81.6% 

1 KSHV frnk and zppa and RRV syko and vrfgo are tandem repeats. 

2 KSHV mdsk is a complex repeat with no defined unit Jeng'A 
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FIG. 10 

atg ttc cct gtc tgg ttc gtc ttg ttt tac ctg teg tgt tgg gcg gec 

Met Phe Pro Val Trp Phe Val Leu Phe Tyr Leu Ser Cys Trp Ala Ala 

15 10 15 

age cct acg ctg gcg cct ccc ccg act gec get gga att aac gtt etc 

Ser Pro Thr Leu Ala Pro Pro Pro Thr Ala Ala Gly lie Asn Val Leu 

20 25 30 
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96 



ccc cag tgg gec ggc aac cgc gee tct ctt gac agg acc agg ggg cgc 144 
Pro Gin Trp Ala Gly Asn Arg Ala Ser Leu Asp Arg Thr Arg Gly Arg 
35 40 45 

ctg tct gaa gtg ggg tta aac ata cag cgc tgg ttc gtt tac ctg tgc 192 
Leu Ser Glu Val Gly Leu Asn lie Gin Arg Trp Phe Val Tyr Leu Cys 
50 55 60 

cac cac tec act etc tgt egg gtg cgt gag tac ccg cgc ate atg teg 24 0 
His His Ser Thr Leu Cys Arg Val Arg Glu Tyr Pro Arg lie Met Ser 
65 70 75 80 

ttt gtt cac ttc cct ata ttg atg tct aac gtt gag tgc cag cgc cgc 288 
Phe Val His Phe Pro He Leu Met Ser Asn Val Glu Cys Gin Arg Arg 
85 90 95 

gag ttt cgc ggg gee gag tgt atg aac gec atg gtt cgc ggg etc egg 336 
Glu Phe Arg Gly Ala Glu Cys Met Asn Ala Met Val Arg Gly Leu Arg 
100 105 . HO 

gec tac gag agt tac ctg acg cga ctg agg atg ctg ctg gac gac gcg 384 
Ala Tyr Glu Ser Tyr Leu Thr Arg Leu Arg Met Leu Leu Asp Asp Ala 
115 120 125 

ccc ggg gac gcg gac gec gcg gee att ggc tec gcg gtg acc gtg gtg 432 
Pro Gly Asp Ala Asp Ala Ala Ala He Gly Ser Ala Val Thr Val Val 
130 * 135 140 

ctg tec gec etc gac tct eta att gag gag ctt ccc gta aat aac aag 480 
Leu Ser Ala Leu Asp Ser Leu He Glu Glu Leu Pro Val Asn Asn Lys 
145 ' 150 155 160 

ata ggt ggc gcg gag tct aat gaa aaa acc gtg cgt gcg ttg gga ggg 528 
He Gly Gly Ala Glu Ser Asn Glu Lys Thr Val Arg Ala Leu Gly Gly 
165 170 175 

cag age ccc egg gac gtt gtt etc age gcg ttt cgc ata ctg gaa tat 576 
Gin Ser Pro Arg Asp Val Val Leu Ser Ala Phe Arg He Leu Glu Tyr 
180 * 185 190 

eta cag atg ttt ttg egg gac ggg cgc cgc gca ata get atg atg taa 62**. 
Leu Gin Met Phe Leu Arg Asp Gly Arg Arg Ala He Ala Met Met 
195 200 205 
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FIG. 11 

atg agg ggc ctt ttc gtg tgc gtt ttt ttt gcg gtg tire gcg tgt gta 

Met Arg Gly Leu Pile Val Cys Val Phe Phe Ala Val Phe Ala Cys Val 

15 10 15 

gtt: gat tat gec ttt cct atg ggc tec atg age gga ccc gcg ccc gaa 

Val Asp Tyr Ala Phe Pro Met Gly Ser Met Ser Gly Pro Ala Pro Glu 

20 25 30 

etc tgc tgt ttg ggg tat gta act cat ctg ccg cca ccc ggt tta gtg 

Leu Cys Cys Leu Gly Tyr Val Thr His Leu Pro Pro Pro Gly Leu Val 

35 40 45 

gtc tct tac tec cac acc teg teg cag tgc teg gtg gac gee gtg ata 

Val Ser Tyr Ser His Thr Ser Ser Gin Cys Ser Val Asp Ala Val He 

50 55 60 

tta aac act cgc cgc ggt aaa aag ctg tgt gee aat ccc ggg gac gac 24 0 

Leu Asn Thr Arg Arg Gly Lys Lys Leu Cys Ala Asn Pro Gly Asp Asp 

65 70 75 AO 

gca gtg aag aaa ctg ctt cag gcg gtg gac aag cgt ccc aaa aag ggc 288 

Ala Val Lys. Lys Leu Leu Gin Ala Val Asp Lys Arg Pro Lys Lys Gly 

'85 90 95 

aga aga acc egg cgc age ctg att gac gat tec gaa gag ggc ctt ggc 33 6 

Arg Arg Thr Arg Arg Ser Leu He Asp Asp Ser Glu Glu Gly Leu Gly 

100 105 HO 
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